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When to Test with
Liquid Biopsy

CIRCULOGENE offers the most advanced NGS and PCR methods
to both detect and continually monitor cfDNA and cfRNA.

At Diagnosis To Guide Treatment

At 6-8 Weeks Post-Treatment
to Assess Response

To Assess Symptomatic or
Radiographic Concern for
Recurrent or Progressing
Cancer Before Surgery

Talk to your CIRCULOGENE
representative to request our
collection kit and requisition form.
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Circulogene

Comprehensive
Molecular Testing
for Lung Cancer

GETTING LUNG CANCER PATIENTS
ON THE RIGHT TREATMENT FASTER




The Circulogene Best-in-class

CIRCULOGENE combines the best-in-class preanalytical,
instrumentation, and technology to provide oncologists
{and their patients) with the most comprehensive results.
Having results in as little as 7 days could lead to personalized

treatment, faster.

e Combines NGS and PCR

e Increases RNA yields with proprietary LISA
technology

e  Provides the ONLY liquid PD-L1
e  Offers Enhanced MSI
e Clinical utility to detect at all cancer stages

e Early indication of metastasis

Liquid biopsy is emerging as not only complementary to
tissue-based analysis but also acceptable as the initial
approach (“plasma first”) for biomarker evaluation at
the time of diagnosis and for monitoring the efficacy of

targeted therapies.
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ASCO (2019) reported that only 20% of NSCLC patients
have a molecular profile or biopsy to maximize information

gathered for optimal treatment decisions.

A AR A A

AS QUICK AS 7 DAYS TO RESULTS - FASTER TIME TO TREATMENT
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PD-L1 expression has been correlated with clinical effectiveness
and improved survival rates when treated with immunotherapy.
Utilizing KEYNOTE-042 as a baseline comparison, plasma PD-L1
parallels tissue PD-L1 clinical trial outcomes with a 30% survival

over 3 years.

Study demonstrates plasma cfRNA PD-L1 is predictive of
immunotherapy benefit in advanced NSCLC of (compared to

chemotherapy).

The ECU study demonstrated that Plasma PD-L1 expression
was predictive of significant survival benefit of immunotherapy
treatment over chemotherapy in advanced NSCLC patients. Using
pembrolizumab monotherapy study as a baseline comparison,
plasma PD-L1 parallels tissue PD-L1 clinical trial outcomes with a

30% survival over 3 years.
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Patients deserve the Best!

Each patient’'s cancer is unique, understanding the origins
and severity of the cancers aids oncologists to personalize the
patient’s treatment plan at the time of diagnosis and throughout

their cancer journey.

Patients deserve the right treatment for their cancer and within a
time frame that improves their outcomes and chance for survival.
Understanding the patient’'s tumor(s) molecular profile aids

oncologists to prescribe the right first-line treatment.

Combination of Liquid
and Tissue Biopsy

Tissue-only molecular testing only detects 67% of National
Comprehensive Cancer Network (NCCN) guideline
mutations, missing 33%. Liquid biopsy detects 87% of

guideline mutations.

Used together, liquid and tissue biopsy provides a more

complete picture of the tumor’s molecular makeup.

Liquid biopsy has the advantage of detecting a multitude of
biomarkers which may be an indication of metastasis away

from the primary tumor.

Detection of the Eight Guideline-Recommended Biomarkers
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COMBINING PCR AND NGS LEADS
TO MOST COMPREHENSIVE ASSAY

Highly sensitive RNA fusions are best detected by PCR versus
NGS. CIRCULOGENE's best-in-class approach provides a multi-
modality approach combining the breadth of NGS for DNA and
accuracy of PCR for RNA.

The fusion detection sensitivities of the cfRNA with PCR and
cfDNA with NGS were compared. cfRNA with PCR detected
78% (7/9) of the fusions while cfDNA with NGS only detected

33% (3/9).
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