
Table 1 Incidence of molecular mutations in biliary tract cancer as determined by genomic sequencing

Mutation Intrahepatic
cholangiocarcinoma (%)

Extrahepatic
cholangiocarcinoma (%)

Gall bladder cancer (%)

ERBB2 amplification
BRAF substitution
KRAS
PI3KCA substition
FGFR1-3 fusion
CDKN2A/B loss
IDH1/2 substitution
ARID1A alteration
MET
BAP1

3
5
15-22
5
11-12.5
18
15-23
11-20
4
9-25

11
3
42-47
7
0
17
3-4
12
0
0

16
1
11-19.2
14
3
19
0
11-13
0
4-13
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